The investigation was undertaken to estimate the genetic parameters for nine characters with 12 genotypes of field pea. Based on the mean performance, the genotypes HFP 1016, IPF-13-14, Prakash and Pant P 243 showed higher performance for yield suggesting that these genotypes can be used for breeding to evolve superior genotypes in the region. The analysis of variance shows large variability present among the genotypes studied. High to moderate GCV and PCV estimates and high heritability with high genetic advance as percent of mean were observed for the characters namely plant height, cluster/plant, seeds/pod, 100 seed weight and yield. The correlation coefficients revealed positive and highly significant association of yield with plant height, cluster/plant, pods/plant, pod length, seeds/pod and 100 seed weight. The pods/plant exhibited highly positive and direct effect on grain yield followed by pod length and days to maturity .Therefore these characters can be considered for selecting genotypes to improve the grain yield in the field pea.
Pea (Pisum sativum L.) is a prominent pulse crop of winter season in Manipur. Pea has tremendous nutrient value and contains vitamin A,B and C along with minerals, dietary fibres and antioxidant compounds (Urbanoet al., 2003) . Genetic diversity in pea is essential for breeding purpose to improve the crop as well as evolve the new high yielding variety. Javaid et al. (2002) evaluated the local and exotic pea germplasm for earliness and grain yield through simple selection and suggested that elite genotypes can be used in hybridization programme for pea improvement. Nawabet al. (2008) studied positive and significant correlation between green pod yield/plot and number of seeds/pod and weight of pods/plant at genotypic and phenotypic levels. Tiwariet al. (2012) suggested that days to maturity, plant height and pod length showed high positive and direct effect on seed yield. These characters should be given due priority during selection for fieldpea improvement. Therefore this investigation was undertaken in such a way that to predict an appropriate plant type for selection so as to improve the seed yield in fieldpea.
The investigations were undertaken at Andro Research Farm, CAU, Imphal, Manipur during the year 2013-14. The Experimental material comprised of 12 genotypes of field pea viz., Rachna, Prakash, VL 59, Pant P 244, KPMR 853, IPF 13-14, RFP 2009 -2-1, HFP 1016 , KPF 1036 . Genetically pure seeds were grown in a RCBD with three replications in a plot size of 7.2 m 2 (4m x 1.8m). Crop was sown on 29 th November, 2013 with 30cm row and 10 cm plant spacing. All recommended agronomic and plant protection practices were followed. The data were recorded for nine characters viz., days to 50% flowering, days maturity, plant height, cluster/plant, pods/plant, pod length, seeds/pod 100 seed height and yield(kg/ha). Genotypic and phenotypic coefficients of variability, heritability estimates in broad sense and genetic advance as percentage of mean were estimated following Singh and Choudhary (1979) . Path co-efficient analysis was calculated according to Dewey and Lu (1959) .
The success of any breeding programme lies upon the thorough knowledge of genetic variability, heritability and type of gene action involved in the inheritance of improvement of desirable characters. The analysis of variance showed significant differences among the genotypes for all characters studied which indicates there is wide genetic variability present among the genotypes studied ( Lavanya et al.(2010) also observed high GCV and PCV estimates for seed yield per plant. Heritability estimates ranged from 37.0% (cluster/plant) to 97.5% (days to maturity). High heritability recorded for days to maturity (97.5%), days to 50% flowering (96.8%), yield (93.1%) and plant height (92.5%). The moderate heritability were found in 100 seed height (74.5%), seeds/pod (71.9%), pods and pod length (57.5%). Nawab et al. (2008) also shown the high heritability for days to 50% flowering and yield (kg/ha). The high heritability for these characters indicates there is a less influence of environment. Lavanya et al.(2010) recorded high heritability for plant height, seed yield and days to 50% flowering. High genetic advance as percent of mean were recorded for plant height (48.21),yield (kg/ha) (40.82), cluster/plant (33.85), pods/plant (27.62), 100 seed weight (22.24) and seeds/pod (21.76). It reveals that these characters were governed by additive genes and selection for improvement in these traits would be beneficial. The character days to maturity exhibited low genetic advance as mean percent (3.28) which indicates that the character is governed by non additive genes. Jaiswal et al. (2015) observed that days to maturity recorded low genetic advance as percent of mean (4.03).Incase of correlation coefficients studies for genotypic and phenotypic, the genotypic coefficient values are higher than the phenotypic correlation coefficients value for almost all the characters either it is in positive or negative direction shows that the strong association between these characters (Table 3 .) which indicates environment plays minor role in the modification of the expression of the genes. The correlation coefficients recorded positive and highly significant association of yield with plant height, cluster/plant, pods/plant, pod length, seeds/pod and 100 seed weight. This result is in corroboration with study of the Yadav et al (2010) who studied the character association with 52 diverse pea genotypes. Days to 50% flowering is negatively correlated with all the characters except days to maturity. Days to maturity is negatively correlated with all the character except days to 50% flowering. Plant height is positively and significantly correlated with pods/plant, pod length, seeds/pod and yield (kg/ha); cluster/plant is positively correlated with pods/plant, pod length, seeds/pod, 100 seed weight and yield;, pods/plant is positively correlated with all the characters except days to 50% flowering and days to maturity. Pod length is positively correlated with all the character except days to 50% flowering and days to maturity. Seeds/pod is positively correlated with all except days to 50% flowering and days to maturity. 100 seed weight is positively correlated with all the character except days to 50% flowering, days to maturity and plant height. These results are akin with the results of Nawab et al. (2008) , Vikas et al. (1999) , Sandeep et al. (2011 ), Singh et al. (2011 ) and Singh et al. (2006 . In the present study, correlation studies shows that, all the characters had positive character association are important yield contributing characters except days to 50% flowering and days to maturity and plant height. Raiet al. (2006) observed similar results that the yield/plant had positive and significant association with pods/plant and plant height. Govardhan et al. (2013) were also recorded that grain yield/plant is positively correlates with pods/plant. Parihar et al.(2014) also observed that seed yield had positive and significant association with most of the traits. Path coefficient was worked out based on the yield as a dependant variable and all the other eight characters as independent variables (Table 4. ). The pods/plant exhibited highest positive and direct effect on grain yield followed by pod length and days to maturity .Therefore these characters can be considered for selecting genotypes to improve the grain yield in the field pea. The days to 50% flowering, plant height, cluster/plant, seeds/pod and 100 seed weight shows the negative direct effect. However, the negative direct effects of all these characters were nullified by their indirect effect through other characters, which ultimately resulted in to highly significant positive correlation with grain yield. Therefore indirect selection through other component characters with these five traits exhibited positive indirect effects can be recommended so as to bring improvement in grain yield. The high and positive direct effect was also reported by Tiwari et al. (2012) , Kumar et al. (2003) and Arya et al. (2004) . The high and positive direct of pods/plant, pod length and days to maturity on yield resulted from tight and positive correlation between them.
Further, the present investigation, it is revealed that 57 percent of the yield contributing characters was utilized in this data analysis as the residual effect was 0.43(43%) (Fig. 1) . 
